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SRR T 100%
IEEEL T ﬁ@ﬁ"EJFIEJ’f [%? (A) oleic acid  (B) arachidic acid (C) palmitic acid (D) stearic acid ©
I T kL amphipathic lipid 7 (A)sphingomyelin (B)lecithin (C)triacylglycerol (D)cholesterol
N J]T?ﬁ 7 glycerol? (A)triacylglycerol  (B)lecithin  (C)sphingomyelin  (D)phosphatidylinositol
C18:2:9,12 iﬁfﬁﬂﬂ— [[E”iFﬁ’bPZz? (A) oleicacid (B) linoleic acid  (C) linolenic acid (D)arachidonic acid -
iﬁw[ﬁﬁf@@r(rancidity)ﬁm PRI 77~ i (M) (2 T (BYRVRUS Tl (O)F i (D) [~ T
riJI?E'[ i qHSY 1Rk (Prostaglandin)fiukL: (A)oleic acid  (B) stearic acid  (C)arachidonic acid (D)
sphlngomyehn °
JIE- 2 EIJ S Pls I EEEAR 1 ? (A) vitamin C (B) vitamin E - (C) vitamin K (D)glutathione peroxidase

IR f‘ﬁqF,@'ﬂ ] TLC 73 T’TEH]: (T silica gel ) » FEEPHESR LT 7 (A) triacylglycerol  (B)cholesterol  (C)lecithin
(D) fatty acid
Sphingomyelin A5 [~z » I HZFEH & %22 (A)sphingosine  (B)fatty acid  (C) glycerol (D) choline
?35 1R 7E protein sequencing ./ EHJ‘ 0] Edeman 7 #4it Sanger V[ £ Bkl EL Edeman 24 (A) [’%i‘?-]{ %h’jL‘FEZj/ peptide

I ipsgag 55 77 (B)~ P Sanger V(R IR (O '3k carboxyl terminal residue (D) 57 [’TJ‘ fi A TR F’ﬁfF"JH ITy ['EE‘JJET“’Jlfﬁ’ﬁ?
SR
- ALY E) D B LEE B2 (A elycine ) (BT (ysine)  (C)R [* | (phenylalanine) (D)
<% (tryptophan)
B i A FK[ 1 5L PR (A)Phe (B)Tyr (C)Trp (D)Met «
- A2 2 ELPR side chains [H] > $5 FL ph3EZHE | hydrophobic interactions ? (A)Tyr and Gly (B)Arg and His (C)Phe and
Trp (D)Val and Asp
wﬁ f T frf 1TETD B -turn %ﬁé I E Y TR ELPAEL: (A) Gly A1 Pro (B) His #[1 Lys (C) Phe #[I Tyr (D) Ile A
Val
KF'? Fl18ra -Helix 9T EL % kL (A)alanine (B)Threonine (C)Methionine (D)Proline
S VETSRRE Z g U F  lfs o 2 LR LR [ RL PR S R, 280 nm? - (A)Tryptophan (B)Serine (C)Lysine
(D)Leucine
|~ oligopeptide HoN-Glu-Gly-Ala-Arg-Ser-His-Trp- Ala-COOH » 5% Trypsin “f<i > [i* & %+ J[[{ 7 P2: (A)HN-Glu
(B)HoN-Glu-Gly (C)H,oN-Glu-Ala (D)H,N-Glu-Gly-Ala-Arg o
FIR ™ 37 l’u‘%’ﬁ[ﬁlﬁ’ P 18179 disulfide bond §7%+? (A) CNBr  (B) [ -mercaptoethanol (C) iodoacetate
(D) ninhydrin

FT;J peptide bond fi T F[fjf ﬁﬁn{Q (A)ERT h?ﬁéj(B)[ﬁ ([ B 578 (C) 2 jﬁ 73 S J’ﬁj
(D)kL protein [V EL % ?[f“
i3 [ [ (performic a01d) A& {8l ™ J[H- A "S85 (A)hydrogen bonds (B)peptide bonds (C)ionic bonds
(D)disulfide bonds °
Leu, Asp #[1 Arg = 7€ amino acids > 7+ pH 8.0 V5% ri??%ﬁ@\ » I'] DEAE-cellulose 9 {257} PLFI‘/?L"'[' EJJ‘ FIl s fi?*ﬁz
I JF i NaCl fiv gradient J{{Vk » ffr s i ¥Rk (A)Lew  (B)Asp (C)Arg (D) = HI 5 E
FIRT pL (P [l o) B Sarf IEVEUHYEHGE) ¢ (A) ionic exchange chromatography (B)gel filtration (C) isoelectric
focusing (D) gel electrophoresis
A VT Ml 5 “ﬂ% - FE5 ﬂ%ﬂ E‘{gﬂﬁdi F Lkl peptide band?  (A)primary structure (B)secondary structure
(O)tertiary structure  (D)quaternary structure
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R S A f“‘?ﬁ‘l‘iﬁ ? (A)activator (B)cofactor (C)holoenzyme (D)apoenzyme
K ﬁfJ’Q@(Michaelis constant) V #55% » ({7 H I ? (A)F[! enzyme 53 = I F| Fﬁ% (B) enzyme F[17 #T5H ﬁﬂ‘:}'@ 3] i
(C)enzyme [l iy [+ 23 ELFRAYE 155 B (D) enzyme Hiuie{4py— FEf] <t fif

26. F|— [#3 o H ECnumber £} 2,2,8, 11 &7 Pk hl- 78 1 (A) ligase (B) lyase (C) hydrolase (D) transferase
27. i PER I[P 5] Vimax [19.80% Fj: (A) [S1=025km (B) [S]1=lkm (O) [S1=2km (D) [S]
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=4km
7+ Linweaver-Burke q*?ﬂlfl IPVEEE X g @ﬁ% (A)Km ffi (B)-1/Km fffi (C) Vmax ffi (D) 1/Vmax {fi
S (7 T A)TE ’lfjf@?%ﬂ?wg' : g'jﬁ[\ft (B) Simple enzyme T?ﬁﬁ[ﬂi i H f“‘iﬁl‘iﬁ (C)
Hilqafiwj(Actlvator)ifgﬂJ RIS (D)&) — 7T > 5 37 C Ef Uif, fﬁ’F,'t ﬁﬁ
N E TS B> HFFTIEE? (A) cellulose (B)2S 7 T (C)3u#f (D) T3k
I H EL heteropolysaccarides? (A) glycogen (B) &[T (C) 247 T (D) amylose
MYFFERERE e o T 4 glucose 7 (A) lactose (B) 38 (C) sucrose (D) starch
Y HPRPE HTERL T £ epimer? (A) D-glucose = D-galactose  (B) D-glucose == L-glucose (C) D-glucose =
D-fructose (D) a-D-glucose == 3 -L-glucose
TN FE R T & T 205 ¢1? (A) starch (B) glycogen (C) cellulose (D) sucrose
| ]T*E'&’ﬁ%‘? DNA repair [V H» J%T}{jfgj £ FTJ? (A)xeroderma pigmentosum (B) familial hypercholesterolemia (C)
premature aging (D) severe combined immunodeficiency
tRNA P I3 {4 BLpkpy i fﬁ'l’ﬂ"& (A) 3’terminal  (B) 5’terminal (C) D loop (D) TWC loop
[t ﬁﬁ‘f:f % a -amanitin £ # L ?ﬂﬁﬁ“’ﬁ (A) & IWF 7% (B)mRNA F’ﬁ’?"f (C)DNA Fﬁ’?‘/ (D) e 1 F’ﬁ’?‘/
DNA $}29% & F‘/r fifs.! Vi [ HE £ (A)operon (B)cistron (C)promoter (D)replicon (E)repressor gene
fff FE A et Ti HJ =397 (A).I'] adenine LS i cytosine (B)!"] methylcytosine (%35 i cytosine (C) #ifiei = {45 F] & (D)Jﬁ k
- W R
FLPASRLEA ] - (1 DNA BB 59 Y mRNA VHRZ T ¢ (A (translation) (B)JE transcription) (C)f]
(Blotting) (D){# {*(Conversion)
FTERR 1 L PE P OIT (ATER S e S TR T 2 (AT (transaminase)  (B)Sii
(transketolase ) (C)fHIfE[Hi% (transaldolase ) (D)if T ( protease )
PR FURLA(]R - A DRSS A H 5525 2 (A)chylomicron (B)VLDL (C)LDL (D)HDL
I AP O (A)Asp (B)Cys (O (DJTyr
SEGTRREY A ﬁgﬁjﬁﬂj ﬁEj’ipr' | Cglycolysis) Va3 PsEL Y[ H ? (A)glyceraldehyde 3-phosphate
(B)3-phosphoglycerate (C)lactate (D)pyruvate
RS LB YR E TS PEC 7 (A)RETEPL (threonine)  (B)™ ¥ [T
(asparagine ) (C)%ZFH# & (glutamate ) (D)% (serine )
Nucleosome T O N FE= P02 (A)DNA (B)histone H1 (C)histone H3 (D)histone H4
Glutathione per0x1dase f' ﬁ%’ﬁ%}[ | ZERVIEE (P %F} g o= ﬁﬁ‘ [P EFr? (A)Cu (B)Mg (C)Mn (D)Se
Fructose-2,6-bisphosphate [i' I [ #— il FOBEE @ 2 (AYFHEE 5% 5] (glycogenesis) (B)T-## 75 "= |
(glycogenolysis) (C)FF#i#r4 1Y (=5 (gluconeogenesis ) (D)FH#AZ{ =] (glycolysis )
P[] (glycolysis) E"\’”:’T%iﬁ}*ﬁf[' o MY W VS L T 7 (A= TP TS (Hexokinase) (B)[iE
% (Aldolase) (CYdHEf L™ ( phosphoglycerate kinase) (D) (enolase )
FI?? Fuﬁ ISG SN = S e H@L’ﬁﬁ' ( mitochondria ) f~#[— Sﬂi P37 (A)RLE B)WELE (Cymatrix F[1 (D) R
H]



